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FS : F5 BLASTP LEXEER,  LEXHES TRES R E B HBR .

Hello,

Below lists the summary information:

Job code :XAMyVBGZyPKGz8IH
Program  :BLASTP
Status : completed

Start date: 2017-12-15 15:45:00.330420

https://db.cngb.org/blast/result/XAMyVBGZyPKGz8IH/

Please DO NOT replay this message.
Sincerely,

Data Center | China National GeneBank

You're receiving this message, because your BLAST job is finished just now.

Click the link below or copy it to open in the browwer for detail information:

FHY  EEUMER, AFAGETINUELEERSHFIIFFAERENFRES.

£) BLAST

BN BLAST» {£5  #H

{ESS4E5: XAMYVBGZYPKGZ8IH

{E5iEA - (SR BEA#2017-12-18 15:45:06.846321 )
wE AL
558 Pairwise L4 BLAST XMLLA Tabular L4

BLAST archive (ASN.1) (2
Single-file BLAST JSON (2!

Seqalign (JSON) £
Single-file BLAST XML2 L4

HmEEE

Query_1:unnamed protein product

wE
FHEAFEFID Query_1
TEREFIEE  unnamed protein product

HaEME 13

=25

11533E0E

HEE
BHERmG R AR
SEGiTiERs

FK

RSN
TREu T
BABIFEEAN

25

Multiple-file BLAST ]SON [4'

faig= .

Comma-separated values 4
Multiple-file BLAST XML2 (£

BUREERER  pird_POS59201609201
PO559201600201 [pird][project]

EE BLASTP 2.6.0+

blastp
BLOSUMG2
10

2

no



HEXIREF RS

# HRIEFIER

gnl| pird
gnl| pird
gnl| pird
gnl| pird
gnl| pird
gnl| pird
gnl| pird
gnl| pird
gnl| pird
gnl| pird
gnl| pird
gnl| pird
£nl| pird
gnl| pird
gnl| pird
gnl| pird
£nl| pird
gnl| pird
gnl| pird
gnl| pird
gnl| pird

gnl| pird

gnl| pird

154041201609180055

154041201609180017

154041201609180066

154041201609180041

154041201609180040

154041201609180031

154041201609180025

154041201609180008

154041201609180058

154041201609180010

154041201609180045

154041201609180067

154041201609180021

154041201609180065

154041201609180021

154041201609180017

154041201609180015

154041201609180064]

154041201609180033

154041201609180022

154041201609180006

154041201609180041

154041201609180034

2b6fBaec29ab67470

2b6f8aec29a67470

[444b5da186deel3c

[444b5da186deel3c

|444h5da186deel3c

|444h5da186deel3c

e548chbocf7al14b96

e548cbocf7a14b96

|4120c2d 1834de5ad

a084002c1aedfaald

|4f0c576884415bbb

d36396fad1fc77ec

20fafda33e04edcd

20fafda33eS4edcd

01db8b1b50e2585F

018075805b31c5ca

018075805b31c5ca

018075805b31c5ca

1018075805b31c5¢ca

3e901dd715645%00

3e501dd715645%00

Browser

Comming st

Alignments

gnl| pird|154041201711110137-8a4c11f303f0b238 CDR3; DNA; TCR; human; 0.00% Length: 13 Matches: 1

Range 1:1-
Score

oon.

13

Except

30.4 bits(67) 0.08

Query 1

Sbjct 1

gnl|pird |154041201711110040-8a4c11f303f0b238 CDR3; DNA; TCR; human; 0.00% Length: 13 Matches: 1

Range 1:1-
Score

CASSDWGNTEAFF
CASSDWGNTEAFF
CASSDWGNTEAFF

13

Except

30.4 bits(67) 0.08

Query 1

Sbjct 1

CASSDWGNTEAFF
CASSDWGNTEAFF
CASSDWGNTEAFF

Identities
13/13(100%)

13

13

Identities
13/13(100%)

13

13

Positives
13/13(100%)

Positives
13/13(100%)

Gaps
0/13(0%)

Gaps
0/13(0%)

26

53
29.6
20.6
28.9
28.9
28.9
28.9
28.9
28.9
28.9
28.9
28.9
28.9
28.5
28.5
28.5
28.5
28.5
28.1
2841
28.1
2841
28.1

2841

HEE
0.021
0.021
0.035
0.035
0.035
0.035
0.035
0.035
0.038
0.038
0.041
0.042
0.032
0.034
0.034
0.034
0.064
0.069
0.069
0.069
0.069
0.071

0.071

REIFER

RERTE
Pl
92%
92%
92%
92%
92%
92%
92%
92%
92%
92%
92%
92%
92%
92%
92%
92%
92%
92%
92%
92%
92%
92%

92%

Back to Descriptions

Back to Descriptions
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P P AV BER D AR ] DU TR B BRI R A KR B THTTRA DT, REESHE
BMER . TREHEEFERINGT=ATE | BRR-BuRR-J0L.

6.1. HIEIE

BARERFEHIEARE SNAFHE 100Mb MEHRFMESE, HIRAKIET Z A A
BC EEREEE, o] UNBIRERN A SEIERE RN EIRR.

6.1.1. AFBEC EEMETE.

Huk LI RESFFANIESTE, FPAFERERNEIETEIRELE.

Q

B EfEThEERRESFEXCLE CSV ( LAR ST, 14518 ) TXT ( LIBIFRAETaba 8 ) —HoHElasis HF , HEnEiRmr=aiaie HssisisiEmiEsl | SraisEztlsrE (AT ) .
sampleF=iEm=fl :

PALEEIEOTENIE ABRA#HT, BEFTREANMBENEXER.
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© =zEs

* BERA : eEme

=1

BERR - TR
= i

R
PMID :

EAHHE - ]

© e

138 HetRETE EEE e SNFEHRS LRSI )

y (&= &
2.08FESa2FAR (W201611) | RFFEFHT. (22016/1/1 00:00:00)

6.1.2. FIREINB A HLEIE.

NHEIETPUEFTB (project) F#EA (sample)

28



154041201609180010
154041201609180061
154041201609180065
154041201609180028
154041201609180069
154041201609180070
154041201609180030
154041201609180076

i}
I T T ?i,'_
—l X

154041201609180028

FEBIERERES T —MAE FAAFANG TSR, o H TR R B E R M EBR R R
EER.

HABIERESENMEAR V) EEFER, COR3 KEZEZNMTTEHMNES, TUREANTTAEL
BRI ER].

6.2. HIEFK

EEHIRE, BTRA—TERATERNEIER, BERFEMEFNIE TUELZD
HIRRACKIE MNE] B — M EdER T AT RS ER . NEMBIRRAZ MR BT 5 a0 8
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MR HEMEBIRFHREFR A EIRR .
HASTH step 3 2=

[= breast_cancer_resear..

2% (DRegER®  step 2 | it RER BN

[} sample_P9559201...

[=15118152017102406.. EE TS B

[A v-Jusage_IS11815.. "

[ Top10_clone 1S11..
[ Vusage 1S118152... E e :

[f Jusage 1S1181520..

[f) CDR3_length_IS11..
step 1
[=15118152017102406..

[f) CDR3_length_IS11..
[f) vusage_15118152._.
[8 Jusage_I51181520.
[A v-lusage_1511815_

[& Top10_done_1511

6.3. T

FHEAMRHERNOMAEFR, PEMRELTEERE (BELF). Wik, BE (HL45R)
FEEM M= B, AW EE G R RS FRTERNEE (IRE, %E, HEE).

GRS 1777
Tre= &=
=i
Vj-Usage B o [ )
i
T Sample
2w
T VReference name BR =
T JReference name sl ’\ﬁ i

# Usage frequency(%)

# Usage number

HEANSERIS AR ERT RS

2% E B ATEIRE
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REMNLEZEDTEENGE (BL45R) MBE (YL45R) B, BETR N REENN
F R = P e X R AYBRIEAE

HGH4RIE (o3

BIR
AN TR CRERel
HHE PR
T Sample " semy
T VReference name
124
R Lol | 2 &
# Usage frequency(%)
o
# Usage number
0.8+
064
04
0.24
o
IGHI1 IGHJ2 IGHJ3 IGH)4 IGHJS IGHJ6

ARIRRTEL:
BeAERERERRN RN B, REHERFEHRTX LN FREX LLIRERE.

HGHSE R

&R
iE w Usage frequency(%)
T Sample B
T V Reference name P
T ) Reference name = 151181520171... il | o2 i
= ®151181520171...
# Usage frequency(%) el
# Usage number
12
14
08
06
04
02
od
IGHJ1 IGHJ2 IGHJ3 IGHI4 IGHJS IGHI6

BiEEE .
BUERTR T DUERETFI9E, KRAMIMUEITHE.
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EUHARE

1747
i
V}-Usage [r) it m LRt
8E v Usage frequency(%) @
T Sample e
T V Reference name wR
T | Reference name il « 1S1181520171... Ll | |2 i
# Usage frequency(®) o1 - 1SHE152017
# Usage number
504
404
304
204
104
IGH)1 IGHI2 IGHJ3 IGHI4 IGHJS IGHI6
BEE
RIE IR E I B A R E T (B R R A
RIEHEHEISE B R FERE] e i R =,
HGHYREE Rz
X
T Sample .
T VReference name ®E
T ) Reference name = [S1181520171. il li i
Usage frequenc... % .
T R ——— R 30+ 151181520171...

# Usage number

IGHI1 IGH2 IGH3 1GH)4 IGH)S IGHI6

ek

SHEREZEAL.
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BGHYRE

Ite=

V)-Usage

T Sample
T VReference name
T J Reference name

# Usage frequency(%)

# Usage number

boi:4

E

B

v Usage frequency(%)

Usage frequenc... &

RS

HV3-74

1511815201710240674: 2.84708337514828
1511815201710240679: 4.607399863175053
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=
LR
£
©1S1181520171... m M i

©151181520171...

IGHV1-18  IGHV1-69 IGHV3-13 IGHV3-33  IGHV3-7  IGHV4-28  IGHV4-59

FALE—RATRASAMERALLROEIE, —RF A E £ AEERER IR &AL
TEEIREL, BIMTERT T REARREAR (Type) MARERAL (Status) HARMERNE,

oINEY HE (tumor)” 1 “RMAE (benigntumor) " #9 CDR3 BRBIINHHFEE
o XERFTUIMAZ DN FRGEFTERTAETE.

HGHSIE

I

project

T Sample

T Sequence type
T Species

T Locus

T Primer set

T Type

£4 Sampling date
T Platform

T Gender

# Age

T Race

# Height(cm)

# Weight(cm)

# BMI

T Blood pressure
# Fast glucose(mmol/L)

T Status

v CDR3 shannon index

7

E20

WL

=3

« Health il L2 |
= breast cance...
« tumor

benign_tumor

7 PBMC axillary lymph-nodes
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Help Please refer to the FAQ on the Help page(https://db.cngb.org/pird/help/) for more

assistance.

fif % —. BHRKERTTIE

Method

The main analysis tool used for the raw repertoire sequencing data is
IMonitor. IMonitor utilizes realignment to identify accurately V(D)J
genes and alleles, and identify the CDR3 region, deletion/insertion of

VDJ and then translate nucleotide into amino acid. It provides general

NGS Data
Step 1: )
Basic data process Basic filter and QC ~ Merge PE reads
VIDIJ Clean
Refgrfnce sequence
ata /
Step 2: BLAST ) | select the Best
V(D)J assignment Alignment | Realignment 1 vipry Alignment
identified
VIDHJ
assignment
Step 3: ) ERElrERE | Trans,;?;?e%m © [ Filration
Structural analysis SRR T T Find CDR3 region |
Effective
Data
Diversity Statistic Saturation
Clonotype/CDR3 Frequency statistic
Step 4: o
V-J Pairing
Statistics and visualization
Graphical V_"J Lj,sag,e .
e e 5'V/5'D/3'D/3'J Deletion

35

' V-D/D-J Insertion

VID/J base compositon
CDR3 length distribution
Hyper-Mutation

Others



adaptation for sequences from all receptor chains of different species
and outputs useful statistics and visualizations. Besides, PCR and
sequencing errors are corrected for all sequences. Learn more:

https://github.com/zhangwei2015/IMonitor

36



