
CNSA Handbook 

Introduction 

China Nucleotide Sequence Archive (CNSA) is a convenient and fast online submission system 

for biological research projects, samples, experiments and other information data. Based on the 

International Nucleotide Sequence Database Collaboration(INSDC) standard and DataCite standard, 

following the international data open protocol such as Fort Lauderdale Agreement, NHGRI Rapid 

Data Release Policies, Joint Data Archiving Policy, CC0-No Rights Reserved, accepting the 

submission of global scientific research sequencing data (including raw data and other support 

data), its data submission service can be used as a supplement to the literature publishing process 

to support early data sharing. CNSA is committed to the storage and sharing of biological 

sequencing information and data, and is designed to provide global researchers with the most 

comprehensive data and information resources, enabling researchers to access and use data easily 

and deeply. 

Submission flow 

1. Database login 

There is a unified user registration and login platform for all databases in CNGB, and the 

registered account can be used for all CNGB databases. Users can access CNSA database by 

visiting the website http://db.cngb.org/cnsa/ (Figure 1). Please click User Instructions at the top 

of homepage and read it carefully before you agree with it. Then click “LOGIN/SIGNUP” at the top 

right of homepage to enter the registration and login page (Figure 2). Note: register and login 

first, then submit data. 

 
Figure 1 Home page 

http://db.cngb.org/cnsa/


 

Figure 2 Login page 

2. Homepage 

2.1 CNSA introduction 

It briefly summarizes the purpose and significance of CNSA. 

2.2 Global retrieval 

All published information about Project/Sample/Experiment/Assembly/Run can be 

retrieved in CNSA (see Figure 3). 

2.3 Data submission entrance 

There are two ways to submit: one is ENA broker interface, the other is DOI (GigaDB) 

interface, providing raw data submission and other support data submission respectively 

(see Figure 3). 



 

Figure 3 Global retrieval and data submission entrance 

2.4 Statistics 

The distribution of organisms is derived from all samples submitted by users (see 

Figure 4).  



 

Figure 4 Statistics 

3. My submission 

3.1 Submission flow 
First fill in the project information, then submit sample, and then select 

Experiment/Run submission or Assembly submission (see Figure 5). 

3.2 Submit progress 

All submitted Project/Sample/Experiment/Run/Assembly information counts for 

current user (see Figure 5). 



 

Figure 5 Submission flow and progress 

3.3 Submitter registration 

Fill in the submitter information that will be associated with the subsequent 

Project/Sample/Experiment/Run/Assembly information to submit. It's allowed that the 

registered user is not the same as the registered submitter (see Figure 6). 

 

Figure 6 Submitter information input 



4. Project Submission 

4.1 Project page visit 

4.1.1 Public project information browsing 

Click “PROJECT” on the navigation bar to enter the project page, which lists all public 

projects for current user. Click the accession ID to browse the public project details page, 

as shown in Figure 7-8. 

 

Figure 7 Project page 

 

Figure 8 Public project details page 

4.1.2 My project 

Click “My project” to view the projects submitted by the user (Figure 9), including 

committed and uncommitted projects. It supports query with project title or organism. 

Clicking “Edit” will automatically jump to the step where the user has not yet completed 

last time. For submitted project, it will jump to the overview page. 



The project submission page will show the forms by clicking “New project”. 

 

Figure 9 My project page 

4.2 Project general information 
The general page of project (see Figure 10) requires the basic information of project, 

for example, project name, relevance, public description. It is encouraged to provide the 

information such as external links, related projects, grants, consortiums, data providers. 

The release date is also needed. It should be noticed that the fields with asterisk (*) are 

mandatory and the other fields are optional. 

 
Figure 10 The general page of project 

4.3 Project specific information 

After having completed the general information of project, click “Save and Continue” 

to enter the specific page of project (Figure 11). This page requires the information such 

as project data type, sample scope, etc. It also should be noticed that the fields with 

asterisk (*) are mandatory and the other fields are optional. 



 

Figure 11 The specific page of project 

4.4 Project overview 

After having completed the specific information of project, click “Save and Continue” 

to enter the overview page of project (Figure 12). This page summarizes the previous two 

pages. If you find any error, you can enter any page to modify. Click “Submit” if correct. It 

will automatically generate an accession number (e.g. CNP0000001) with which to view 

detailed information after project submission. It can also be modified after submission 

completed. During the process of project information input, halfway withdraw from the 

system will retain the information last filled in. 



 

Figure 12 Project overview page 

5. Sample submission 

5.1 Sample page visit 

5.1.1 Public sample information browsing 

Click “SAMPLE” on the navigation bar to enter the sample page, which lists all public 

samples for current user. Click the accession ID to browse the public sample details page, 

as shown in Figure 13-14. 



 

Figure 13 Sample page 

 

Figure 14 Public sample details page 

5.1.2 My Sample 

Click “My sample” to view the samples submitted by the user (Figure 15), including 

committed and uncommitted samples. It supports query with sample title or organism. 

Clicking “Edit” will automatically jump to the step where the user has not yet completed 

last time. For submitted sample, it will jump to the overview page. 

The sample submission page will show the forms by clicking “New sample”. 



 

Figure 15 My sample page 

5.2 Sample general information 
The general page of sample (see Figure 16) requires the general information of 

sample, for example, related project accession, release date. It should be noticed that the 

fields with asterisk (*) are mandatory and the other fields are optional. 

 
Figure 16 The general page of sample 

5.3 Sample type 
After having completed the general information of sample, click “Save and Continue” 

to enter the sample type page (Figure 17). This page requires user to choose the type of 

sample. 



 
Figure 17 The sample type page 

5.4 Sample attributes 

After the sample type selected, click the “Save and Continue” button to enter the 

sample attributes page (see Figure 18). Different sample types require to fill in different 

attributes. Take human sample for example, the sample attributes page requires to fill in 

the information such as sample name, isolate, age, biomaterial provider, sex, tissue. It is 

encouraged to provide more attributes to describe sample better. It should be noticed that 

the fields with asterisk (*) are mandatory and the other fields are optional. 

 

Figure 18 The attributes page of sample 

5.5 Sample overview 

After having completed the sample attributes, click “Save and Continue” to enter the 

overview page of sample (Figure 19). This page summarizes the previous three pages. If 



you find any error, you can enter any page to modify. Click “Submit” if correct. It will 

automatically generate an accession number (e.g. CNS0000001) with which to view 

detailed information after sample submission. It can also be modified after submission 

completed. During the process of sample information input, halfway withdraw from the 

system will retain the information last filled in. 

 

 

Figure 19 Sample overview page 

6. Experiment/Run Submission 

6.1 Experiment/Run page visit 

Click “EXPERIMENT/RUN” on the navigation bar to enter the experiment/run page 

after logged in (see Figure 20). Click “Run” to enter the run lists page (see Figure 21) which 

lists all public submitted runs. Click the accession ID with the prefix CNR to view its detailed 

information, related project, sample, experiment, and downloadable data (see Figure 22). 



 

Figure 20 Experiment/Run page 

 

Figure 21 Run lists page 

 

Figure 22 Run details page 

Click the button “My experiments/runs” as shown in Figure 23 will show all 



experiments/runs for current user. Click “New experiment/run” to enter experiment/run 

submission page.  Click “Run” to enter the individual run lists page (see Figure 24) to view 

the detailed information and data upload progress. The submitted information can be 

viewed by clicking “view” button (see Figure 25). 

 

Figure 23 My experiments/runs page 

 

Figure 24 The individual run lists page 



 

Figure 25 Experiment/Run view page 

6.2 Experiment/Run submission page 

The experiment/run submission page (Figure 26) requires file type, file name and 

md5 value with which the data integrity can be guaranteed. Secondly, the relevant 

experiment information such as the metadata, including platform, title, project accession, 

sample accession, the library, including library name, strategy, source, selection, design 

description, and the pipeline, including program and version is required. The release date 

is also needed. It should be noticed that the project and sample should be submitted first 

to acquire the project accession ID and sample accession ID before experiment/run 

submission. Users can use the account and password given by CNSA to upload data to FTP 

server for data submission. The uploaded data will be checked via md5 to make sure the 

data integrity. Click “Submit” after information input and error check. It will automatically 

generate two accession numbers (e.g. CNX0000006/CNR000001) with which the detailed 

information of experiment/run can be checked. It also should be noticed that the fields 

with asterisk (*) are mandatory and the other fields are optional. It can be modified after 

submission completed. During the process of experiment/run information input, halfway 

withdraw from the system will retain the information last filled in. 

http://zhang.dc.org/cnsa/experiment/update/CNX0000006/


 

Figure 26 Experiment/Run submission page 

7. Assembly Submission 

7.1 Assembly page visit 

Click “ASSEMBLY” on the navigation bar to enter the assembly page, which lists all 

public assemblies for current user. Click the accession ID to browse the public assembly 

details page, as shown in Figure 27-28. 

 

Figure 27 Assembly page 



 

Figure 28 Assembly details page 

Click “My assembly” to view the assemblies submitted by the user (Figure 29), 

including committed and uncommitted assemblies. Clicking “View” will automatically 

jump to the assembly details page (Figure 30). Click “Edit” to fill in or update the assembly 

information (Figure 31). The assembly submission page will show the forms by clicking 

“New assembly” (Figure 32). 

 

Figure 29 My Assembly page 



 

Figure 30 Assembly view page 

 

Figure 31 Assembly update page 

7.2 Assembly submission page 

The assembly submission page (Figure 32) requires the relevant information such as 



project accession, sample accession, file type, file name, status, and metadata which 

includes title, assembly name, molecular type, coverage, sequencing technology, 

assembly method. It should be noticed that the project and sample should be submitted 

first to acquire the project accession ID and sample accession ID before assembly 

submission. Users can use the account and password given by CNSA to upload data to FTP 

server for data submission. The uploaded data will be checked via md5 to make sure the 

data integrity. Click “Submit” after information input and error check. It will automatically 

generate an accession number (e.g. CNA0000006) with which the detailed information of 

assembly can be checked. It also should be noticed that the fields with asterisk (*) are 

mandatory and the other fields are optional. It can be modified after submission 

completed. During the process of assembly information input, halfway withdraw from the 

system will not retain the information last filled in. 

 

Figure 32 Assembly submission page 

Help 

Please refer to the FAQ on the Help page(https://db.cngb.org/cnsa/help/) for more 

assistance. 

http://zhang.dc.org/cnsa/experiment/update/CNX0000006/
https://db.cngb.org/cnsa/help/

